1/33 



TNf-goimiQ 



1 CCCAA TCAAGAG AAA I TCC ATAC TA TCACCAG TTGGCCG AC TIT CCAAG TC TAG TGCAGA 60 

* * * * * • 

61 MTCCAAGGCACCTCACACCTAGAGTTCCTATACCTCTGAGACICCAGAGGAAAGAACAA 120 

* « • » • * 

121 G ACAG TGCAGAAGGA TATG TTAGAACCCACTGAAAACC TAG AAGG T TGAAAAGGAAGCA I 180 

t » * » • m 

181 ACCCTCCTGACCTATAAGAAAATTTTCAGTCTGCAGGGGGATATCCTTGTGGCCCAAGAC 240 
241 ATTGGTGTTATCATTTGACTAAGAGGAMTTATTTGTGGTGAGCTCTGAGTGAGGATTAG 3C0 

* » * * ■ • 

301 G ACCACGGAG A TGCCAAG T TIC TA TCACT TACC TCA TGCC TG TAAGACAAG TGTTTTGTT 360 

» * * * * * 

361 CCAATTGATGAATGGGGAGAAAACAGTTCAGCCAATCACTTATGGGCACAGAATGGAATT 420 

* * * * + ■ 

421 TGAAGGGTCTGGTGCCTGCCCTTGTCATACGTAMCAAGAGAGGCATCGATGAGTTTTAT 430 

* • • • » • 

481 CTGAGTCATTTGGGAAAGGATAATTCTTGCACCAAGCCATTTTCCTAMCACAGAAGAAT 540 

, . . . » • 

541 AGGGGGATTCCTTAACCTTCATTGTTCTCCAGGATCATAGGTCTCAGGATAAATTAAAAA 500 

* « • » « * 

601 TTTTCAGGTCAGACCACTCAGTCTCAGAAAGGCAAAGTAATTTGCCCCAGGTCACTAGTC 560 

* m m m • * 

66 1 CMGATGTTATTCTCTTTGMCAAATGTGTATGTCCAGTCACATATTCTTCATTCATTCC 720 

4 » * * * » 

721 TCCCCAAAGCAGTTTTTAGCTGTTAGGTATATTCGATCACTTTAGTCTATTTTGAAAATG 780 

781 ATATGAGACGCTTTTTAAGCAAAGTCTACAGTTTCCCAATGAGAAAATTAATCCTCTTTC 840 
1 MRRFLSKVYSFPMRKL ILFL 20 

* * « » * * 

84 1 TTGTCTTTCCAGTTGTGAGACAAAC.TCCCACACAGCACTTTAAAAATCAGTTCCCAGCTC 900 
21 V F P V V R Q TPTQHFKNOFPAL 40 

* ^ * » * * 

901 TGCACTGGGMCATGAACTAGGCCTGGCCTTCACCAAGAACCGAATGAACTATACCAACA 960 
41 HWEHEL'GLAFTKNRMNYTNK 60 

v • » « * * 

96 1 AATTCCTGCTGATCCCAGAGTCGGGAGACTACTTCATTTACTCCCAGGTCACATTCCGTG 1020 
61 FLL 1PESG0YF I YSQVTFRG 80 



FIG. 1 A 
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TNF-garcma 

* * * * 

102 1 GGATGACCTCTGAGTGCAGIGAAATCAGACAAGCAGGCCGACCAAACAAGCCAGACTCCA 1080 

81 MTSECSE I RQAGRPNKPDS I 100 

1 08 1 TCACTGTGGTCATCACCAAGGTAACAGACAGCTACCCTGAGCCAACCCAGCTCCTCATGG 1 1 40 

101 TVVITKVTQSYPEPTQILMG 120 

1141 GGACCAAGTCTGTATGCGAAGTAGGTAGCMCTGGTTCCAGCCCATCTACCTCGGAGCCA 1200 

121 TKSVCEVGSNWFQP I YLGAM 140 

1 20 1 TGTTCTCCTTGCAAGAAGGGGACAAGCTAATGGTGAACGTCAGTGACATCTCTTTGGTGG 1 250 

HI FSLQEGDKLUVNVSDISLVO 160 

1261 ATTACACAAAAGAAGATAAAACCTTCTTTGGAGCCTTCTTACTATAGGAGGAGAGCAAAT 1320 

161 YTKEOKTFFGAfLL * 17 5 

1321 ATCATTATATGAAAGTCCTCTGCCACCGAGTTCCTAATTTTCTTTGITCAAATGTAATTA 1380 

* * * 

1381 T AACCAGGGG T T T TC T TGGGGCCGGG AG T AGGGGGCAT TCCACAGGGACAACGG T TT AGC 1440 

1441 TATGAAATTTGGGGCCAAAATTTCACACTTCATGTGCCTTACTGATGAGAGTACTAACTG 1500 

* * ■ * 

1501 GAAAAAGGCTGAAGAGAGCAMTATATTATTAAGATGGGTTGGAGGATTGGCGAGTTTCT 1560 

1 56 1 AAATATTAAGACACTGATCACTAAATGAATGGATGATCTACTCGGGTCAGGATTGAAAGA 1 520 

...» 

1521 GAAATATTTCAACACCTCCCTGCTATACAATGGTCACCAGTGGTCCAGTTATTGTTCAAT 1680 

1 68 1 TTGATCATAAATTTGCTTCMTTCAGGAGCTTTGAAGGAAGTCCAAGGAAAGCTCTAGAA 1 740 

1 741 AACAGTATAAACTTTCAGAGGCAAAATCCTTCACCAATTTTTCCACATACTTTCATGCCT 1800 

1801 TGCCTAAAAAAAATGAAAAGAGAGTTGGTATGTCTCATGAATGTTCACACAGAAGGAGTT I860 

186 1 GGTTTTCATGTCATCTACAGCATATGAGAAAAGCTACCTTTCTTTTGATTATGTACACAG 1920 

1921 ATATCTAAATAAGGAAGTTTGAGTTTCACATGTATATCCCAAATACAACAGTTGCTTGTA 1980 

1 98 1 TTCAGTAGAGTTTTCTTGCCCACCTATTTTGTGCTGGGTTCTACCTTAACCCAGAAGACA 2040 

FIG. 1 B 
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TNF-gairmc 

2041 CTATGAAAAACAAGACAGACTCCACTCAAAATTTATATGAACACCACTAGAIACTTCCTG 2100 

. . • * * * 

2101 ATCAAACATCAGJCMCATACTCTAAAGAATAACTCCAAG TC T TGGCCAGGCGCAGTGGC 2 1 60 

. . • * * 

2161 TCACACCTGTAATCCCAACACTTTGGCAGGCCAAGGTGGGTGGATCATCTAAGGCCGGGA 2220 

» * ■ 

2221 GTTCAAGACCAGCCTGACCAACGTGGAGAMCCCCATCTCTACTNAAAATACNAAATTAG 2280 

228 1 CCGGGCGTGGTAGCGCATGGCTGTAANCCTGGCTACTCAGGAGCCCGAGGCAGAANAATT 2340 

234 1 NCT TGAACTGGGGAGGCAGAGGTTGCGG TGAGCCCAGANCGCGCCAT TGCACTCCAGCCT 2400 

2401 GGG T AAC AAG AGCAAAAC TC TG T CC AAAAAAAAA AAAAAAAA 2442 

FIG. 1 C 
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FIG. 3A 

Tissue distribution of TNFgamma mRNA 




FIG. 3B 

Expression of TNFgamma in HUVEC 
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FIG. 4 
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Expression of TNFy in £ coli 




FIG. 5 
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Expression of TNF-v in bacuiovirus system 
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TNf-gammG-alpha vs. TNF-ganma-beta 

• » . . • 

TNF-gcmma-a I pha 1 CCCAATCAAGAGAAATTCCATACTATCACCAGTTGGCCGACTTTCCMG 49 

* * * * * 

TNF-garrnia-alpha 50 TC T AG TGCAGAAA TCCAAGGCACC TCACACC TAG AG T TCC T A TACC TC TG 99 

• • • • • 

TNF-ganmfl-alpha 100 AGACTCCAGAGGAAAGAACAAGACAG TGCAGAAGGAT A TG T TAGAACCCA 149 
TNF-garmw-a!pha 150 C TG AAMCC T AG AAGG T TGAAAAGG AAGCA TACCC TCC TGACC T AT AAGA 199 

» * » » » 

TNF-gamma-a I pha 200 AAATTTTCAGTCTGCAGGGGGATATCCTTGTGGCCCAAGACATTGGTGTT 249 

* • * * * 

TNF-ganmo-alpho 250 ATCAT T TGACT AAG AGG AAA T T A T T TG TGG TG AGCT C TG AG TG AGG AT T A 299 

» . » » * 

TNF-gaima-alpha 300 GXJACCAGGGAG ATGCCAAG T T TC TATCACTT ACCTCATGCCTGTAAGACA 349 
TNF-garmia-alpha 350 AGTGTTTTGTTCCAATTGATGAATGGGGAGAAAACAGTTCAGCCMTCAC 399 

* * * • • 

TNF-gonra-alpha 400 TTATGGGCACAGAATGGAATTTGAAGGGTCTGGTGCCTGCCCTTGTCATA 449 

• » • • 

TNF-garrma-alpha 450 CGTAAACAAGAGAGGCATCGATG AG T T T T ATCTGAG TCATT TGGGAAAGG 499 

TNF-ganmo-alpha 500 ATAATTCTTGCACCAAGCCATTTTCCTAAACACAGAAGAATAGGGGGATT 549 
TNF-gontno-alpho 550 CCTTAACCTTCATTGTTCTCCAGGATCATAGGTCTCAGGATAAATTAAAA 599 



TNf-qamna-beta 1 ATGGCCGAGGATCTGGGAC TGAGCT T TGGGGAAACAGCCAG TG TGGAA 48 
TNF-ganmc-alpha 600 ATTTTCAGGTCAGACCACTCAGTCTCAGAAAGGCAAAGTAATTTGCCCCA 549 

I! ! Ill I I I III I 

TNF-garmiG-beta 49 ATGCTGCCAGAGCACGGCAGCTGCAGGCCCAAGGCCAGGAGCAGCAGCGC 98 

- . ■ • 

TNF-gamno-alpha 650 GGTCACTAGTCCAAGATGTTATTCTCTTTGAACAAATGTGTATGTCCAGT 599 



TNF-garmio-beta 99 ACGC TGGGC TC TC ACC TGC TGCC TGG TG T TGC TCCCC TTCC TTGCAGGAC 148 

• • » * ■ 

TNF-garrana-a ! pha 700 CACATATTCTTCATTCATTCCTCCCCAAAGCAGTTTTTAGCTGTTAGGTA 749 



TNF-goena-beto 149 TCACCACATACCTGCTTGTCAGCCAGCTCCGGGCCCAGGGAGAGGCCTGT 198 

• . • » • 

TNF-ganma-a I pha 750 TATTCGATCACTTTAGTCTATTTTGAAMTGATATGAGACGCTTTTTAAG 799 



TNF-garnna-beta 199 G TGCAG T TCCAGGCTC T AAAAGG ACAGG AG T T TGCACC TTCACA TCAGCA 248- 

FIG. 18A 
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TNF-gomma— a I pha vs. TNF-garrma-bela 
TNF-qQjnna-alphQ 800 CAAA.GTCTACAGTTTCCCAATGAGAAAATTAATCCTCTTTCTTGTCTTTC 849 



TNF-ganma-beta 249 AGTTTA TGCACC TC T TAGAGCAG ACGGAGAT AAGCCMGGGCACACC TG A 298 
TNF-gamna-alpha 850 C AG T TG TGAGACAMC TCCC ACACAGCAC 1 1 T AAAAATCAG TTCCCAGCT 899 



TNF-ganraa-faeLo 299 CAGTTGTGAGACAAACTCCCACACAGCACTTTAAAAATCAGTTCCCAGCT 348 
TNF-qaitma-alpha 900 C TGCAC TGCGAACATGAAC T AGGCC TGGCCT TCACC AAGAACCG AATG AA 949 

limilNimiimmmMIIMIillililimmillil 

TNF-ga/ima-beta 349 CTGCACTGGGAACATGAACTAGGCCTGGCCTTCACCAAGAACCGAATGAA 393 

TNF-gaiiraa-alpha 950 CTATACCAACAAATTCCTGCTGATCCCAGAGTCGGGAGACTACTTCATTT 999 

TNF-gatmia-beta 399 CTATACCAACAAATTCCTGCTGATCCCAGAGTCGCGAGACTACTTCATTT 448 

TNF-gaimia-alpha 100Q ACTCCCAGGTCACATTCCGTGCGATGACCTCTGACTGCAGTGAAATCAGA 1049 

nilll!Illl(l!!t|[|l!!!t!!llI[N!lN!!!!!!!llllll! 

TNF-garmia-beta 449 ACTCCCAGGTCACATTCCGTGGGAIGACCTCTGAGTGCAGTGAAATCAGA 498 

TNF-gaimo-o I pho 1050 CAAGC AGGCCG ACCAAACAAGCCAGACTCCATCACTG TGG TCATCACCAA 1Q99 

!Si!!l!l!llll!!ll!ll!l!!t!l!llll!!!!l!li!![ill!l!l 

TNF-garmia-beta 499 CAAGCAGGCCGACCAAACAAGCCAGACTCCATCACTGTGGTCATCACCAA 548 

TNF-garmia-alpha 1100 CCTAACAGACAGCTACCCTGAGCCAACCCAGCTCCTCATGGGGACCAAGT 1149 

IUi!!il!tl!ii!l!!il!!!l!!!l!N!n!!i!l!ltlll!llli 

TNF-garmia-beta 549 GG T AACAG ACAGCT ACCC TGAGCCAACCCAGC TCC TCATGGGG ACCAAG T 598 

TNF-goirnio-oIpha 1150 CTGTATGCGAAGTAGGTAGCAACTGGTTCCAGCCCATCTACCTCGGAGCC 1199 

mimmmmiimiiiiiinmmmmmmiii 

TNF-garmia-betQ 599 CTGTATGCGAAGTAGGIAGCAACTGGTTCCACCCCATCTACCTCGGAGCC 648 

TNf -garnma-a ! pha 1200 ATGTTCTCCTTGCMGAAGGGGACAAGCTAATGGIGAACGTCAGTGACAT 1249 

TNF-ganrna-beta 649 ATGTTCTCCTTGCAAGAAGGGGACAAGCTAATGGTGAACGTCAGTGACAT 698 

TNF-garmia-alpha 1250 CTCTTTGGTGGATTACACAAAAGAAGATAAAACCTTCTTfGGAGCCTTCT 1299 

lll!!l!!!!l)!li!!!)[!lll!(!|[i!ll!lli!!l!!!l!M!ll 

TNF-garmia-bela 699 CTCTTTGGTGGATTACACAAMGAAGATAAAACCTTCTTTGGAGCCTTCT 748 

TNF-garmta-a ! pha 1300 TACTATAGGAGGAGAGCAAATATCATTATAlGAAAGTCCfCTGCCACCGA 1349 

TNF-garmia-beta 749 TACTAIAGGAGGAGAGCAAATATCATTATATGAAAGTCCTCTGCCACCGA 798 

TNF-garrma-a i pha 1350 GTTCCTAATTTTCTTTGTTCAAATGTAATf ATAACCAGGGG7TTTCTTGG 1399 

l!!!!!IIIIII|[llll!!!II![!l!!1![l!Ml!llitltllllll 

TNF-garmia-beta 799 GTTCCTAATTTTCTTTGTTCAAATGTAATTATAACCAGGGGTTTTCTTGG 848 

TNF-garmia-aipha 1400 CGCCGGGAGTAGGGGGCATTCCACAGGGACAACGGTTTAGCTATGAMTT 1449 



TNF-garmia-beta 849 GGCCGGGAG TA .GGGGCATTCCACAGGGACAACGG riTAGCTATGAAAIT 897 

FIG. 1 SB 
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TNF-ganrna-c t pha vs. TNF-garrma-beta 
TNF-ganma-a I pha 1450 TGGGG . CCAAAATTTCACACTTCATGTGCCTTACTGATGAGAGTACTAAC 1498 

inn mmmiNiimmmiimimiimmiiii 

TNF-gcnma-bela 898 TGGGGCCCAAMT T TCACACTTCATG TGCC T T AC TGA TGAG AG T ACT AAC 947 

• « . » • 

TNF-garrma-a i pha 1499 rGGAAAAAGGCTGAAGAGAGCAAATATATTATTAAGATGGGTTGGAGGAT 1548 

TNF-garma-beLo 948 TGGAAAAAGGCTGAAGAGAGCAAATATATTATTAAGATGGGTTGGAGGAT 997 
TNF-gcrmia-aipha 1549 TGGCGAGTTTCTAAATATTAAGACACTGATCACTAAATGAATGGATGATC 1598 

TNF-ganroa-beta 998 TGGCGAG T TTCT AAAT AT T AAGACAC TGATCAC 7AAATGAATGG ATGATC 1047 

• • * * 

TNF-garrcna-aipha 1599 TACTCGGGTCAGGATTGAAAGAGAAATAITTCAACACCTCCCTGCTATAC 1648 
TNF-garrma-beta 1048 TACTCGGGICAGGATTGAAAGAGAAATATTTCAACACCTTCCTGCTATAC 1097 

• . . ■ • 

TNF-ganma-a I pha 1649 AATGGTCACCAGTGGTCCAGTTATTGTTCAATTTGATCATAAATTTGCTT 1698 

inniiiiiiiniiiii 

TNF-garmio-bela 1098 MTGGTCACCAGTGGTCCA 1116 

• , • • * 

TNF-garrma-alpha 1699 CAATTCAGGAGCTTTGMGGAAGTCCAAGGAAAGCTCTAGAAAACAGTAT 1748 
TNF-garnna-alpha 1749 AAACT T TCAGAGGCAAMTCCT TCACCAATT TT TCCACAT ACT TTCATGC 1798 

• • . » * 

TNF-gamna-alpha 1799 CTTGCCTAAAAAAAATGAAAAGAGAGTTGGTATGTCTCATGAATGTTCAC 1848 

r » * * ■ 

TNF-ganma-a I pha 1849 ACAGAAGG AG T TGG T TT TCATG TCA TCT ACAGCATATGAGAAAAGCT ACC 1898 

• » . * • 

TNF-gctTmo-alpha 1899 TTTCTTTTGATTATGTACACAGATATCTAAATAAGGAAGTTTGAGTTTCA 1948 

• , » • • 

TNF-garmia-alpha 1949 CATGTATATCCCAAATACAACAGTTGCTTGTATTCAGTAGAGTTTTCTTG 1998 
TNF-garrmc-aiphc 1999 CCCACCTATTTTGTGCTGGGTTCTACCTTAACCCAGAAGACACTATGAAA 2048 

• » * * * 

TNF-garrmc-alpha 2049 AACAAGACAGACTCCACTCAAAATTTATATGAACACCACTAGATACTTCC 2098 

» • * * * 

TNF-garrma-alpha 2099 TGATCAAACATCAGTCAACATACTCTAAAGAATAACTCCAAGTCTTGGCC 2148 

• » ■ * * 

TNF-garmia-alpha 2149 AGGCGCAGTGGCTCACACCTGTAATCCCAACACTTTGGGAGGCCAAGGTG 2198 
TNF-garrma-alpha 2199 GGTGGATCATCTAAGGCCGGGAGTTCAAGACCAGCCTGACCAACGTGGAG 2248 



FIG. 18C 
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TNF-ganma-alpha vs. TNF -gamma-bet a 
TNF-garrma-alpha 2249 AAACCCCATCTCTACTNAAAATACNAMTTAGCCGGGCGTGGTAGCGCAT 2298 

* * * * ■* 

TNF-garrma-aipha 2299 GGCTGTAANCCTGGCTACTCAGGAGGCCGAGGCAGAANAATTNCTTGAAC 2343 

* * • * * 

TNF-garrma-alpha 2349 TGGCGAGGCAGAGG I TGCGG TGAGCCCAGANCGCGCCATTGCACTCCAGC 2398 

■ ■ * * 

TNF-gamr,a-o!pna 2399 CTGGG TAACAAGAGCAAAACTCTGTCCAAAAAAAAAAAAAAAAA 2442 



FIG. 1 SD 
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INF-gorrroo-a I pho vs. TNF-gcmma-hela 



TNF-gamna-beta 1 MAEDLGL SFGE TASVEMLPEHCSCRPKARSSSARWAL TCCL VL LPF LAGL 50 



TNF-gamma-a I pha I MRRFLSKVYSFPMRKL I LF LVFP 23 

TNF-goimo-beta 51 TTYLLVSQLRACGEACVGFGALKGGEFAPSHCQVYAPLRADGOKPRAHLT 100 



TNF-ganma-aipha 24 WRQTFTGHFKNGFPALHWEHELGLAFTKNRWNYTNKFLLIPESGOYFIY 73 

l!llllll!l!i!I!!!l!I[||liniill!llli!I!lll!!NIIII 

TNF-gamra-beta 101 WROTPTCFf KNCf PALHWEHELGLA r TKNRMNYTNKFLL IPESGOYF I Y 150 



TNF-gtOTia-a I pha 74 SQVTFRGMTSECSE 1 RGAGRFNKPOS I TW 1 TKVTDSYPEPTQLLMGTKS 1 23 

immimmmimmmmmmmimmmi 

TNF-garrma-beta 151 SQVTFRGMTSECSE [ RGAGRFNKPOS I TW I TKVTDSYPEPTQLLMGTKS 200 



TNF -gamma-a I pha 124 VCEVGSNWFCP ! YLGAWFSLOEGDKLUVNVSD I SLVOYTKEDKTFFGAFL 173 

!!!n!i[[!!lElli!l!:!!!!!l!l!!ll!l!!!!l!!!lll!!l!! 

TNF-ganraa-beta 201 VCEVGSIWF CP [YLGAKf SLCEGOKLUVNVSO I SLVOYTKEDKTFFGAFL 250 



TNF-gamma-aipha 174 L 174 
TNF-gctima-be La 251 L 251 



FIG. 19 
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TNF-gGirnic-beta 

I ATGGCCGAGGATCTGGGACTGAGCTTTGGGGAAACAGCCAGTGTGGAAATGCTGCCAGAG 60 

1 M A E D L G L S F G ETASVEMtPE 20 

* . * 

6 1 CACGGCAGCIGCAGGCCCAAGGCCAGGAGCAGCAGCGCACGCTGGGCTCTCACCTGCTGC 120 

21 HGSCRPKARSSSARW A L T C C 40 

1 21 CTGGTGTTGCTCCCCTTCCTTGCAGGACTCACCACATACCTGCTTGTCAGCCAGCTCCGG 1 80 

41 LVLIPFLAGLTTYLIVSQLR 50 

181 GCCC AGGG AG AGGCC TG TG f GCAG T TCCAGGC TC T AAAAGG ACAGG AG T f TGC ACC T TC A 240 

61AQGEACVQFGALKGQEFAPS 80 

24 1 CATCAGCAAGTTTATGCACCTCTTAGAGCAGACGGAGATAAGCCAAGGGCACACCTGACA 300 

81 HQQVYAPLRADGOKPRAHLT 100 

301 G T TG TGAG ACAAAC TCCCAC ACAGC ACT T I AAAAAI CAG T TCCC AGC TC TGCAC TGGG AA 360 

101 VVROTPTQHFKNQFPALHWE 120 

361 CATGAACTAGGCCTGGCCTTCACCAAGAACCGAATGMCtATACCAACAAATTCCTGCTG 420 

121 H E L G L A F T K NRMNYTNKFLl 140 

* 

42 1 ATCCCAGAGTCGGGAGACTACTTCATTTACTCCCAGGTCACATTCCGTGGGATGACCTCT 480 

141 i PESGDYF [YSQYTFRGMTS 160 

481 GAGTGCAGTGAAATCAGACAAGCAGGCCGACCAAACAAGCCAGACTCCATCACTGTGGTC 540 

161 ECSE IRQAGRPNKPQS [ TVV 180 

*. * . 

541 ATCACCAAGGTAACAGACAGCTACCCTGAGCCAACCCAGCTCCTCATGGGGACCAAGTCT 600 

181 I TKYTQSYPEPTQLLMGTKS 200 

60 1 GTATGCGAAGTAGGTAGCMCTGGTTCCAGCCCATCTACCTCGGAGCCAfGrTCTCCTTG 660 

201 VCEVGSNWFOP i YL G A M F S L 22Q 

4 * * 

661 CAAGAAGGGGACAAGCTAATGGTGAACGTCAGTGACATCTCTTTGGTGGATTACACAAM 720 

221 QEGOKLWVNVSD 1 SLVOYTK 240 

721 GAAGATAAAACCTTCTTTGGAGCCTTCTTACTATAGGAGGAGAGCAAATATCATTATATG 780 

241 EDKTFFGAFLL 251 

781 AAAG TCC TC f GCCACCG AG TTCCTAATTTTCTTTGT TCAAA TG T AA T T AT AACC AGGGG T 840 

841 TTTCTTaGGCCGGGAGTAGGGGCATTCCACAGGGACAACGGTTTAGCTATGAAATTTGG 900 



FIG.20A 
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TNF-aonma-heta 



901 GGCCCAAMTTTCACACTTCAIGTGCCTTACTGATGAGAGTACTAACTGGAAAAAGGCTG 960 



96! AAGAGAGCAAATATATTATTAAGATGGGTTGGAGGATTGGCGAGTTTCTAAATATTAAGA 1020 



1021 CACTGATCACTAAATGAATGGATGATCTACTCGGGTCAGGATTGAAAGAGAAATATTTCA 1080 



\ 08 1 ACACCTTCCIGCTATACAATGGTCACCAGTGGICCA 1115 



FIG.20B 



